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Basic User Interface Principle

Features:

- Designed for Windows and Linux users with a

highly intuitive interface
- Uses most widespread standards familiar from

word processing, graphics, or presentation

programs
- Provides same look and feel for your NMR

applications
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Multiple-Window Interface .%n

Display and process several
datasets simultaneously
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Display and compare several spectra
simultaneously in the same window
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Data Browsing _ =GR

s Browse dataset hierarchy
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Data Browsing

Data Groups Example:
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Data E I BRORER
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Export TopSpin data in various formats

T
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| Zip Archi
EopSpln Save as > |LIJI|3>A(;(3CIX|Q\/|P-DX
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7 Plain Text File

hlﬂ
Collaborative Computing Project for NMR (http://www.ccpn.ac.uk)
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Data Export / Import

Import data from various formats into TopSpin

N
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VNMR Convert to ... TopSpin
JNMR Dataset
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Exporting Graphics
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User Interface Customizat

Adjust the TopSpin appearance
according to your preferences

- Font sizes and colors

- Size of Icons

- Spectra colors and line thickness
- Background colors

- Menu Contents

- Tool buttons

- Functions keys

- Command names
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User Interface Customization .OQS.U Biic aire

Define your own user interface panels to
launch commands, AU programs, etc.

Basic NMR Experiments
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Command Queuing & Sched

TopSpin allows you to queue or schedule
acquisition or processing tasks
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